Supplemental Table S1

Strains, enzymes and recombinant constructs generated and used in this study.

Strain (Ref.) Serotype Protein Accession number | Plasmid Identifier Recombinant construct | MW Primer Restriction
site
Actinobacillus pleuropneumoniae | App3 Cps3B Genbank: pcps3B-Hisg 5113 Cps3B-Hisg 17.5 kDa TF117 / TF116 | Ndel/Xhol
S$1421 ABY70165.1
pcps3B-H14A-Hisg 5715 Cps3B-H14A-Hisg 17.5kDa | CL243/CL244
pcps3B-H17A-Hisg 5716 Cps3B-H17A-Hisg 17.5kDa | CL245/CL246
pcps3B-K44A-Hisg 5717 Cps3B-K44A-Hisg 17.5 kDa CL247 / CL248
pcps3B-K46A-Hisg 5718 Cps3B-K46A-Hisg 17.5 kDa CL249 / CL250
pcps3B-R113A-Hisg 5719 Cps3B-R113A-Hisg 17.5 kDa CL251/CL252
Cps3D Genbank: PMBP-cps3D- Hisg 5360 (1)
KY807157
pMBP-cps3D-R982A-Hisg 5393 MBP-Cps3D-R982A-Hisg | 176 kDa CL219/CL220
Actinobacillus pleuropneumoniae | App7 Cps7B Genbank: pcps7B-Hisg 5152 Cps7B-Hisg 17.5 kDa TF117 / TF116 | Ndel/Xhol
AP76 ACE62293.1
Cps7D Genbank: pPMBP-cps7D-Hisg 4887 (1)
ACE62291.1
pMBP-cps7D-H743A-Hiss | 5055 (1)
Glpk Genbank: pglpk-Hisg 5797 Glpk-Hisg 57 kDa TF180 /TF181
ACE61051
Actinobacillus pleuropneumoniae | Appll Cps11D UniParc: pMBP-cps11D-Hisg 5402 MBP-Cps11D-Hisg 176 kDa TF156 / TF157 | BamHI/
56153 (2, 3) UPIO001E49633 Xhol
non-serotyped Bibersteinia Bt188 GenBank: pBt188-Hisg 5419 Bt188-Hisg 134 kDa Synthesized Ndel/Xhol
trehalosi strain USDA-ARS- AHGS82487.1 (General

USMARC-188 (4)

Biosystems)
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